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ROC Curves

For each value of P in increments of 0.01:

TP(P)= Number of true positives in predictions with p>P
FP(P)= Number of false positives in predictions with p>P
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ROC Curves

ROCScore = f ; Fyp (Tp ) AT
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ROC Scores
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ROC66

. 755
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.703
.681
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.661
.636
.652
.593
.587
.632
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.571
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.538
.476
.484

Scores used

.2, 0.7

.2,0.4,0.6,0.8,1.0
.0, 1.0

all ordered

ROC66 = ROC without targets T0218, T0219, T0245




018 23 4814 83 44
676 58 12592 385 569
060 66 14490 425 474
536 66 14490 367 234
461 65 14311 445 1523
686 57 12466 276 414
675 59 12736 505 3388
472 61 13319 407 1339
633 64 14050 575 3731
667 59 12736 282 1152
019 44 9685 171 120
673 59 12736 397 3052
674 59 12736 154 243
679 54 12120 139 60
545 64 14079 415 4032
245 60 13239 52 720
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Total #residues = 14490
Total number D's = 1068
Total number O's = 13422

Bad targets: 217, 218, 245
Sens=TP/ (TP+FN) Spec=TN/ (TN+FP)

= (TP*Wt_tp + FP*Wt fp + TN*Wt fn + FN*Wt fn)/Nres
where WT tp=92.63 WT fp=-7.37 WT tn=7.37 WT fn=-92.63




CASPS vs CASP6

CASP5
Group N Spec. Sens. Prod. Score
20 36 0.564 0.973 0.549 5.84
68 56 0.618 0.916 0.566 5.62
355 56 0.694 0.770 0.535 4.57
454 56 0.420 0.901 0.379 3.90

CASP6

Group Spec. Sens.
193 0.715 0.828
96 0.507 0.955
3 0.496 0.949
0.509 0.915

0.450 0.952

0.358 0.990

0.398 0.965

0.584 0.715

0.422 0.885

0.344 0.983

0.549 0.713

0.323 0.964

0.390 0.891

0.326 0.903

0.459 0.743

0.244 0.987

0.178 0.980

0.163 0.995

0.406 0.691

0.060 0.942




Correlation of P with the B-factors

Group 193




Correlation of P with the B-factors

r=0.25 for a straight line (not shown)




Correlations




How?

(Zoran Obradovic, Temple University)
neural network

(Tosatto et al., Univ. of Padova)
support vector machines

(David Jones, University College London)

support vector machines

(server from Bob MacCallum, Stockholm)
Kohonen self-organizing maps

472 (good at B-factor correlation)
A combination of “a neural network, linear discriminant
function, and a smoothing procedure”




Conclusion

Group 193 is best on all measures, on both no-density segments
and B-factors, and is significantly better than next 3 groups,
096, 003, 347 on no-density segments, who are about the same
as each other. Groups 3, 347, and 472 are good at B-factors.




