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The CAID cycle

CAID Prediction Portal: A Comprehensive Service for Predicting 
Intrinsic Disorder and Binding Regions in Proteins
Del Conte et al. 2023 Nucl Acids Res (Web Server Issue)

https://caid.idpcentral.org/

https://caid.idpcentral.org/


CAID3 timeline
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The challenge

Sequence   +   Optional input
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Predictors

● 69 predictors 

○ 46 already in CAID2

○ 19 new predictors

■ 15 submitted as Docker containers (DockerHub)

■ Only 2 predictors had problems with installation (solved)
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Additional inputs

● PSI-Blast on Uniref90 → PSSM

● MMseqs2 on UniRef30 → MSA

● HHblits on Uniclust30_2017_10 
→ HMM

● SPIDER2 → SS, ASA, torsion 
angles

● Embeddings
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● Rost lab embeddings
○ Prot-t5-xl-uniref50 used by 8 methods 
○ ProstT5 used by 1 method

● Facebook embeddings
○ esm1b_t33_650M_UR50S used by 1 

method
○ esm2_t33_650M_UR50D used by 2 

methods
○ esm_msa1b_t12_100M_UR50S used 

by 3 methods (embeddings from MSA)



Ground truth
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Disorder-PDB 232
Disorder-NOX 148

Binding 51
Linkers 20

7 isoforms!
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Positives
Negatives



Results
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Disorder PDB - top 10 predictors

11



Time vs AUC of methods - Disorder PDB
Top 25 by ROC AUC
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Disorder NOX - top 10 predictors
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Time vs AUC of methods - Disorder NOX
Top 25 by ROC AUC
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Binding - top 10 predictors
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Time vs AUC of methods - Binding
All methods by ROC AUC
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Linker - top 10 predictors
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Time vs AUC of methods - Linkers
Top 25 methods by ROC AUC
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More CAID-3 results 
on Damiano’s poster 
tomorrow…
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Disorder evidence
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Binding evidence
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Smith–Waterman Needleman–Wunsch
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